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Patent Applications and Invention Disclosures, Publications, and Abstracts from the
Yale/NHLBI Proteomics Center

Patent Applications and Invention Disclosures

Schepartz, A. and Gemperli, A.; Methods for the design of cell permeable peptides and
proteins. Public disclosure at Aventis on May 19, 2004.

Gulcicek, E., Bruce, C., Shifman, M., and Williams, K. (2005) Use of Fractional Mass for
Mass Spectrometric Detection of Phosphopeptides (provisional US patent application).

Pevsner, P. (NYU), Naftolin,F., Fadiel,A.,and Gulcicek, E. (2005) Transthoracic cardiac
perfusion impregnation of organs in live experimental animals for subsequent study by
biochemical methods. (provisional US patent application)

Schepartz, A., Chin, J., Zutshi, R., Rutledge, S., Martin, J., and Zondlo, N. (2005). DNA and
Protein Binding Miniature Proteins.

Zhao, H., Williams, K., Wu, B., Stone, K., McMurray, W., and Abbott, T. (2005) Classification
of Disease States Using Mass Spectrometry Data.

Breaker, R. and Penchovsky R.; Computational Design of Nucleic Acid Switches.
Provisional Application for Patent. Docket number: 4323. October 19, 2006. (see publication
for details).

Rabinovich, P.M., Weissman, S.M., Komarovskaya, M.E., Bahceci, E. (2008) Transient
transfection with RNA. Patent Application. US Patent Application.Yu 4277 PCT/
US08/59952. Filed as US and International Patent Application.

Publications — Including Those In Press

Greenbaum, D., Colangelo, C., Williams, K., and Gerstein, M. (2003) Comparing protein
abundance and mRNA expression levels on a genomic scale. Genome Biology 4, 117.1-
117.8.

Wu, B., Abbott, T., Fishman, D., McMurray, W., Mor, G., Stone, K., Ward, D., Williams, K.,
and Zhao, H. (2003) Comparison of statistical methods for classification of ovarian cancer
using a proteomics dataset. Bioinformatics 19, 1636-1643.

Breaker, R. (2004) Natural and Engineered Nucleic Acids as Tools to Explore Biology.
Nature 432, 838-845. (NIH support is acknowledged but contract number is not
acknowledged)

Carriero, N., Osier, M.V., Cheung, K.H., Miller, P.L., Gerstein, M., Zhao, H., Wu, B., Rifkin,
S., Chang, J., Zhang, H., White, K., Williams, K, Schultz, M. (2004) A "high productivity/low
maintenance" approach to high performance computation for biomedicine: four case
studies. Journal of the American Medical Informatics Association 12(1), 90-98.

Mandal, M., Lee, M., Barrick, J., Weinberg, Z., Emilsson, G., Ruzzo, W., and Breaker, Ron
(2004) A Glycine-Dependent Riboswitch That Uses Cooperative Binding to Control Gene
Expression. Science 306, 275-279.

Shi, Y., Xiang, R., Crawford, J., Colangelo, C., Horvath, C., and Wilkins, J., (2004) A simple
solid phase mass tagging approach for quantitative proteomics. Journal of Proteome
Research 3, 104-111.
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Zhang, H., Zhang, R, Luo, Y., D'Alessio, A., Pober, J.S., Min, W. (2004) AIP1/DAB2IP, a
novel member of the Ras-GAP family, transduces TRAF2-induced ASK1-JNK activation. J.
Biol. Chem. 279, 44955-44965.

Bauer PM, Yu J, Chen Y, Hickey R, Bernatchez PN, Looft-Wilson R, Huang Y, Giordano F,
Stan RV, Sessa WC. (2005) Endothelial-specific expression of caveolin-1 impairs
microvascular permeability and angiogenesis. Proc Natl Acad Sci U S A. 102(1):204-9.

Bernatchez PN, Bauer PM, Yu J, Prendergast JS, He P, Sessa WC. (2005) Dissecting the
molecular control of endothelial NO synthase by caveolin-1 using cell-permeable peptides.
Proc Natl Acad Sci U S A. 102(3):761-6.

Breaker, R. (2005) Harnessing RNA Switches. Gene Ther. 12:725-726.
(Acknowledgements not allowed in this type of article by this journal)

D’Alessio, A., Al-Lamki, R.S., Bradley, J.R., Pober, J.S. (2005) Caveolae participate in
TNFR1 signaling and internalization in a human endothelial cell line. Am. J. Path. 166,
1273-1282.

Di Meglio, P., lanaro, A., and Ghosh. S. (2005) Amelioration of acute inflammation by
systemic administration of a cell-permeable peptide inhibitor of NF-kB activation. Arthritis &
Rheumatism 52, 951-958.

Gaines, P., Chi, J., and Berliner, N. (2005) Heterogeneity of functional responses in
differentiated myeloid cell lines reveals EPRO cells as a valid model of Neutrophil functional
activation. J. Leukocyte Biol. 77, 669-679. (Acknowledgement to NHLBI contract
inadvertently omitted.)

Gemperli, A. C., Rutledge, S. E., Maranda, A. and Schepartz, A. (2005) Paralog-Selective
Ligands for Bcl-2 Proteins, J Am Chem Soc. 127, 1596-1597.

Gulcicek, E. E., Colangelo, C. M., McMurray, W., Stone, K., Wu, T., Zhao, H., Spratt, H.,
Kurosky, A., Wu, B. and Williams, K. (2005). Proteomics and the Analysis of Proteomic
Data: An Overview of Current Protein-Profiling Technologies In Current Protocols in
Bioinformatics (A. D. Baxevanis, D. B. Davison, R. D. M. Page, G. A. Petsko, L. D. Stein
and G. D. Stormo, eds) pp 13.1.1 - 13.1.31. John Wiley & Sons Inc, Hoboken, NJ.

Mahajan, M.C., Narlikar, G.J., Boyapaty, G., Kingston, R.E., Weissman, S.M. (2005)
Heterogeneous ribonucleaoprotein C1/C2, MeCP1, and SWI/SNF form a chromatin
remodeling complex at the 3-globin lucus control region. Proc. Natl. Acad. Sci. 102, 15012-
15017.

Penchovsky, R., and Breaker, R. (2005) Computational Design and Experimental Validation
of Oligonucleotide-sensing Allosteric Ribozymes. Nature Biotechnol. 23, 1424-1433.

Shi, Y., Xiang, R., Horvath, C., and Wilkins, J., (2005) Design and Synthesis of A Solid
Phase Fluorescent Mass Tag, Journal of Separation Science 28, 1812-1817.

Shi, Y., Xiang, R., Horvath, C., and Wilkins, J.A. (2005) Quantitative analysis of membrane
proteins from breast cancer cell lines BT474 and MCF7 using multistep solid phase mass
tagging and 2D LC/MS, J. Proteome Res. 4, 1427-1433.

Shi, Y., Hill, J., Xiang, R., Horvath, C. and Wilkins, J.A. (2005) Multistep Mass Tagging
Coupled with 2D LC/MS — An Approach to Increase the Number of Identified Proteins
Journal Of Biomolecular Techniques, Vol. 16, pp 190-196.

Ye, Z-., Kluger, Y., Lian, Z., and Weissman, S. (2005) Two types of precursor cells in a
multipotential hematopoietic cell line. PNAS. 102, 18461-18466.
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Yu, J., DeMuinck, E.D., Zuang, Z., Drinane, M., Kauser, K., Rubanyi, G.M., Qian, H.S.,
Murata, T., Escalante, B.E. and Sessa, W.C. (2005) Endothelial nitric oxide synthase is
critical for ischemic remodeling, mural cell recruitment, and blood flow reserve. Proc. Natl.
Acad. Sci. 31, 10999-11004.

Zivarts, M., Liu, Y., and Breaker, R. (2005) Engineered Allosteric Ribozymes that Respond
to Specific Divalent Metal lons. Nucleic Acids Res. 33, 622-631. (NIH support is
acknowledged but the Yale/NHLBI Proteomics Center contract is not specifically
mentioned.)

Bruce, C, Mark Shifman, Perry Miller, and Erol E. Gulcicek, (2006). Probabilistic Enrichment
of Phosphopeptides by their Mass Defect, Anal. Chem., 78, 4374-82.

Burba, A.E., Lehnert, U., Yu, E.Z., Gerstein, M. (2006) Helix Interaction Tool (HIT): a web-
based tool for analysis of helix-helix interactions in proteins. Bioinformatics 22, 2735-8.

Clark, P., Manes, T., Pober, J., and Kluger, M. (2007) Increased ICAM-1 expression causes
endothelial cell leakiness, cytoskeletal reorganization and shape change. Journal of
Investigative Dermatology, Vol. 127, pp 762-774.

Colangelo, C. and Williams, K.R. (2006) Isotope Coded Affinity Tag for Protein
Quantification in Methods in Molecular Biology: New and Emerging Proteomics Techniques
(Nedelkov, D., and Nelson, R. eds), Vol. 328, Chapter 10, pp 151-158, Humana Press,
Totowa, NJ.

Folta-Stogniew, E. (2006) Oligomeric States of Proteins Determined by Size-Exclusion
Chromatography Coupled with Light Scattering, Absorbance and Refractive Index
Detectors in Methods in Molecular Biology: New and Emerging Proteomics Techniques
(Nedelkov, D., and Nelson, R. eds), Vol. 328, Chapter 6, pp 97-112, Humana Press,
Totowa, NJ.

Kim, P.M., Lu, L.J., Xia, Y., and Gerstein, M.B. (2006) Relating three-dimensional structures
to protein networks provides evolutionary insights. Science 314,1938-41.

Link, K., Guo, L. and Breaker R. (2006) Examination of the structural and functional
versatility of gImS ribozymes by using in vitro selection. Nucleic Acids Res. 34, 4968-4975.

Mahajan, Milind C. and Sherman M. Weissman, (2006) Multi-protein complexes at the 3-
globin locus, Briefings in Functional Genomics and Proteomics 5(1),62-65.

Rabinovich, P. M., Komarovskaya, M.E., Ye, Z., Imai, C., Campana, D., Bahceci, E., and
Weissman, S.M. (2006) Synthetic Messenger RNA as a Tool for Gene Therapy. Human
Gene Therapy 17, 1027-1035.

Shi, Y., Hill, J., Xiang, R., Horvath, C., and Wilkins, J., (2006) Quantitative analysis of the
Escherichia coli proteome using multistep solid phase mass tagging and 2D LC/MS. J.
Biomol. Tech. 16, 190-196.

Stone, K.L. and Williams, K.R. (2006) Enzymatic Digestion of Proteins in Gels for Mass
Spectrometric Identification and Structural Analysis. In Current Protocols in Protein Science
(J.E. Coligan, B.M. Dunn, H.L. Ploegh, D.W. Speicher, and P.T. Windfield, eds.) John Wiley
& Sons, New York, pp. 11.3.1-11.3.10.

Wu, B., Abbott, T., Fishman, D., McMurray, W., Mor, G., Stone, K., Ward, D., Williams, K.,
and Zhao, H. (2006) Ovarian cancer classification based on mass spectrometry analysis of
sera. Cancer Informatics 2, 123-132.
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Wu, T. (2006) Two-Dimensional Difference Gel Electrophoresis in Methods in Molecular
Biology: New and Emerging Proteomics Techniques (Nedelkov, D., and Nelson, R. eds),
Vol. 328, Chapter 5, pp 71-96, Humana Press, Totowa, NJ.

Yu, W., Li, X,, Liu, J., Wu, B., Williams, K., and Zhao, H. (2006) Multiple Peak Alignment in
Sequential Data Analysis: A Scale-Space Based Approach. IEEE/ACM Trans.
Computational Biology and Bioinformatics, 3, 208-219.

Yu, W., Wu, B., Huang, T., Li, X., Williams, K., and Zhao H. (2006) Statistical methods in
proteomics. Springer Handbook of Engineering Statistics, (Pham, H. ed) Part D, Section 34,
pages 623 - 628.

Yu, W., Wu, B, Lin, N., Stone, K., Williams, K., and Zhao, H. (2006) Detecting and
Aligning Peaks in Mass Spectrometry Data with Applications to MALDI. Computational
Biology and Chemistry, 30, 27-38.

Yu, W., Wu, B, Liu, J., Li, X., Stone, K., Williams, K., and Zhao, H. (2006) MALDI-MS Data
Analysis for Disease Biomarker Discovery in Methods in Molecular Biology: New and
Emerging Proteomics Techniques (Nedelkov, D., and Nelson, R. eds), Humana Press,
Totowa, NJ, Vol. 328, Chapter 14, pp 199-216.

Bjornson, R.D., Carriero, N.J., Colangelo, C., Shifman, M., Cheung, K.H., Miller, P.L,
Williams, K.R. (2007) X!"Tandem, an improved method for running X!Tandem in parallel on
collections of commodity computers. J. Proteome Research, Sept. 29; [Epub ahead of print
version].

Daniels, D.S. and Schepartz, A. (2007) Intrinsically Cell-Permeable Miniature Proteins
Based on a Minimal Cationic PPII Motif. J. Am. Chem. Soc. 129 (47), 14578-14579.

Shifman MA, Li Y, Colangelo CM, Stone KL, Wu TL, Cheung KH, Miller PL, Williams KR.
(2007) YPED: a web-accessible database system for protein expression analysis. Journal
of Proteome Research 6(10):4019-24.

Khanna-Gupta, A. (2008) Sumoylation and the function of CCAAT enhancer binding protein
alpha (C/EBPalpha). Blood Cells Mol Dis. Apr 9. [Epub ahead of print]

Khanna-Gupta, A, Hong Sun, Zibello T, Lee HM, Dahl R, Boxer LA, Berliner N. (2007)
Growth factor independence-1 (Gfi-1) plays a role in mediating specific granule deficiency
(SGD) in a patient lacking a gene-inactivating mutation in the C/EBPepsilon gene.
Blood109(10) 4181-90.

Link, K. H., Guo, L., Ames, T. D,, Yen, L., Mulligan, R. C., Breaker, R. R. (2007)
Engineering high-speed allosteric hammerhead ribozymes. J. Biol. Chem. 388, Vol. 388,
pp. 779-786.

Mahajan, M., Karmakar, S., Weissman, SM. Control of Beta Globin Genes (2007) J.
Cellular Biochemistry, in press

Stone, K.L., Crawford, M., McMurray, W., Williams, N., and Williams, K.R. (2007)
Identification of Proteins Based on MS/MS Spectra and Location of Post-translational
Modifications in Methods in Molecular Biology: Peptide Characterization and Application
(Fields, G. ed) Humana Press, Totowa, NJ, 356, in press.

Yu, E.Z., Burba, A.E.C., Gerstein, M. (2007) PARE: A tool for comparing protein abundance
and mRNA expression data. BMC Bioinformatics, in press
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Yu, W. Liu, J., Colangelo, C., Gulcicek, E., and Zhao, H. (2007) A New Protocol to Analyze
ICAT Data from High Resolution HP-LC MS/MS Spectrometry. Computational Biology and
Chemistry, 31 (3), 215-221.

Shifman MA, Li Y, Colangelo CM, Stone KL, Wu TL, Cheung KH, Miller PL, Williams KR.
(2007) YPED: A Web-Accessible Database System for Protein Expression Analysis. J
Proteome Res. 6(10):4019-4024.

Chen, L., Tong, T., Zhao, H. (2008) Considering dependence among genes and markers
for false discovery control in eQTL mapping. Bioinformatics, 24: 2015-2022

Cheng, E., Luo, Q., Renda, M.J., Troy, J.A., Wang, L., Tuck, D., Schulz, V., Mane, S.,
Berliner, N., Sun, Y., Morris, S.W., Krause, D.S. (2008) Megakaryoblastic leukemia 1
(MKL1) promotes megakaryocytic differentiation. Blood (accepted with minor revisions).

Hao, Z., Huang, Y., Cleman, J., Jovin, I, Vale, W., Bale, T., and Giordano, F. (2008)
Urocortin2 inhibits tumor growth via vascularization and cell proliferation. PNAS 105:3939-
3944

Hao, Z, Jovin, |.S., Liu, D., Cleman, J., Huang, Y., Hickey, RP, Tremble, P., Rokovich, J.A.,
Abbott, J.D., Giordano, F.J. (2008) Post-infarction administration of an engineered VEGF-
activating transcription factor to the heart augments cell recruitment and maintenance of
ventricular function. Molecular Therapeutics (In Press)

Jovin IS, Hao Z, Liu D, Huang Y, Lei L, Tremble P, Rokovich J, Giordano FJ. An
engineered VEGF-activating transcription factor induces endothelial progenitor cell
mobilization and adaptive remodeling of the infarcted ventricle. (2008) Molecular
Therapeutics (In press)

Lei, L., Mason, S., Liu, D., Huang, Y., Marks, C., Hickey, R., Jovin, |.S., Pypaert, M.,
Johnson, R.S., and Giordano, F.J. (2008). Hypoxia-inducible factor-dependent
degeneration, failure, and malignant transformation of the heart in the absence of the von
Hippel-Lindau protein. Molecular and Cellular Biology 28:3790-803.

Lei, L., Liu, D., Huang, Y., Jovin, I., Shai, S., Kyriakides, T., Ross, R., Giordano, F. (2008)
Endothelial expression of beta-1 integrin is required for embryonic vascular patterning and
postnatal vascular remodeling. Molecular and Cellular Biology 28, 794-802

Liu, Y., Kim, 1., Zhao H. (2008) Protein interaction predictions from diverse sources. Drug
Discovery Today, 13: 409-416.

Liu, J., Yu, W., Wu, B., and Zhao, H. (2008) Bayesian Mass Spectra Peak Alignment from
Mass charge Ratios. Cancer Informatics, 4:217-241.

Pang, H., Tong, T., Zhao, H. (2009) Shrinkage-based diagonal discriminant analysis and its
applications in high-dimensional data. Biometrics, in press.

Rabinovich PM, Komarovskaya ME, Wrzesinski SH , Alderman JL, Budak-Aldogan T ,
Karpikov A, Guo H, Flavell RA, Cheung N-K, Weissman SM, Bahceci E. (2008), Chimeric
receptor mRNA transfection as a tool to generate antineoplastic lymphocytes. Human Gene
Therapy, in press.

Rodriguez-Feo, J.A., Hellings, W.E., Moll, F.L., De Vries, J.P., van Middelaar, B.J., Algra,
A., Sluijter, J., Velema, E., van der Broek, T., Sessa, W.C., De Kleijn, D.P. and
Pasterkamp, G. (2008) Caveolin-1 influences vascular protease activity and is a potential
stabilizing factor in human atherosclerotic disease. PLoS ONE. 3(7):e2612 (2008).
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Schleicher M, Shepherd BR, Suarez Y, Fernandez-Hernando C, Yu J, Pan Y, Acevedo LM,
Shadel GS and Sessa WC. (2008) Prohibitin-1 maintains the angiogenic capacity of
endothelial cells by regulating mitochondrial function and senescence. J Cell Biology.

180(1):101-12.

Smith, B.A., Daniels, D.S., Coplin, A.E., Jordan, G.E., McGregor, L.M., and Schepartz, A.
(2008) Minimally Cationic Cell-Permeable Miniature Proteins via a-Helical Arginine Display.
J. Am. Chem. Soc. 130 (10), 2948—-2949.

Sowa, G., Xiu, L., Xi, L. and Sessa, W.C. (2008) Serine 23 and 36 phosphorylation of
caveolin-2 is differentially regulated by targeting to lipid raft/caveolae and in mitotic
endothelial cells. Biochemistry, 47(1):101-111.

Stone, K. and Williams, K. (2008) Reverse-Phase HPLC Separation of Enzymatic Digests
of Proteins in The Protein Protocol Handbook (Walker, J., ed) Human Press, Totowa, NJ, in
press.

Stone, K., Bjornson, R., Blasko, G., Bruce, C., Cofrancesco, R., Carriero, N., Colangelo, C.,
Crawford, J., Crawford, J., daSilva, N.,Deluca, J., Elliott, J., Elliott, M., Flory, P., Folta-
Stogniew, E., Gulcicek, E., Kong, Y.,Lam, T., Lin, A.,LoPresti, M., Mane, S., McMurray,
W.,Tikhonova, I., Westman, S., Williams, N., Wu, T. Zhao, H. and Williams, K. (2008) Keck
Foundation Biotechnology Resource Laboratory, Yale University, Yale Journal Biology &
Medicine, invited review, in press.

Stone, K., Gulcicek, E., and Williams, K. (2008) Enzymatic Digestion of Proteins in Solution
and in SDS PAGE. In The Protein Protocol Handbook (Walker,. J. ed) Humana Press,
Totowa, NJ., in press.

Tong, T., Zhao H.(2008) Practical guidelines for assessing power and false discovery rate
for a fixed sample size in microarray experiments. Statistics in Medicine, 27: 1960-1972.

Tourkina E, Richard M, G66z P, Bonner M, Pannu J, Harley R, Bernatchez PN, Sessa WC,
Silver RM, and Hoffman S. (2008) Antifibrotic properties of caveolin-1 scaffolding domain in
vitro and in vivo. Am J Physiol Lung Cell Mol Physiology 294(5):L843-61.

Yu, W., He, Z., Liu, J., and Zhao, H. (2008b) Improving Mass Spectrometry Peak Detection
Using Multiple Peak Alignment Results. Journal of Proteome Research, 7:123-129.

Suarez Y, Fernandez-Hernando C, Yu J, Gerber SA, Harrison KD, Pober JS, Iruela-Arispe
ML, Merkenschlager M, Sessa WC (2008) Dicer-dependent endothelial microRNAs are
necessary for postnatal angiogenesis. Proc Natl Acad Sci U S A. 105(37):14082-7.

X. Li, H. Zhao (2009) Weighted random subspace method for high dimensional data
classification. Statistics and Its Interface, in press.

Rinehart J, Maksimova, YD , Tanis, JE, Stone, KE, Hodson, CA, Zhang, J, Risinger, M,
Pan, W, Wu, D, Colangelo, CM, Forbush, B, Joiner, CH, Gulcicek, EE, Gallagher, PG, and
Lifton, RP. (2009) Sites of regulated phosphorylation that control K-CI cotransporter activity.
Cell. In Press

Submitted Manuscripts and Manuscripts Under Revision

Alessio D’Alessio, Martin S. Kluger, Jie Hui Li, Rafia Al-Lamki, John R. Bradley and Jordan
S. Pober. (2009) Targeting of Tumor Necrosis Factor Receptor 1 to Low Density Plasma
Membrane Domains in Human Endothelial Cells Journal of Biological Chemistry, submitted.
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Boese, B.J., Breaker, R.R. (2008) In vitro selection and characterization of cellulose-binding
DNA aptamers, under revision.

Cheng, E., Renda, M., Troy, J., Wang, L., and Krause, D. (2008) MKL1 promotes
megakaryocytic differentiation via interaction with serum response factor. Blood, submitted.

Link, K. H., Breaker, R. R. (2008) Engineering ligand-responsive gene control elements:
Lessons learned from natural riboswitches. Gene Therapy (submitted).

Rabinovich, P.M., Komarovskaya M.E., Wrzesinski, S.H. , Alderman J.L., Budak-Aldogan
T., Karpikov, A., Guo, H., Flavell, R.A., Cheung, N-K, Weissman, S.M., Bahceci, E. (2008)
Chimeric Receptor mRNA Transfection as a Tool to Generate Antineoplastic Lymphocytes
(submitted to Human Gene Therapy).

Sanchez, C., Penfornis, P., Oskowitz, A., Carter, M., Kelekar, A., Krause, D., and Radhika
Pochampally, (2008) Nutrient Deprivation of Multipotent Mesenchymal Stromal Cells
(MSCs) Activates Survival Pathways Including Autophagy and Secretion of Anti-apoptotic
factors, Stem Cells, (submitted).

Yeh JL, Hickey RP, Montisci MJ, Hwang WS, Giordano FJ. (2008) Protein Therapy:
Targeted gene activation with cell permeable peptides fused to engineered zinc finger
proteins. (submitted).

Harrison, K.D., Miao, R.Q., Fernandez-Hernando, C. Suarez, Y., Davalos, A and Sessa,
W.C. (2009) Nogo-B Receptor stabilizes Niemann-Pick Type C2 protein and regulates
intracellular cholesterol trafficking. Submitted.

Di Lorenzo, A., Fernandez-Hernando, C. ,Cirino, G. and Sessa, W.C. (2009) Akt1 is critical
for acute inflammation and histamine mediate vascular leakage. Submitted.

Manuscripts in Preparation

Ames, T., Weinberg, Z., Breaker, R. R. (2008) Eubacterial riboswitches that sense the
coenzyme tetrahydrofolate. (in preparation).

Cheng E, Renda M, Troy J, Wang L, Krause DS. (2008) MKL promoters of megakaryocytic
differentiation via SRF mediated induction of cytoskeletal gene expression. in preparation.

Daniels, D.S, Schepartz, A. (2008) Design of a novel class of encodable cell-penetrating
peptides. in preparation.

Hao, Z., Hickey, R., Huang, Y., Jovin, J., and Giordano, F. (2008) Identification of short
peptide sequences capable of internalization into stem cells. (in preparation).

Hao, Z., Huang, Y., Hickey, R., and Giordano, F. (2008) Short peptide sequences,
identified by phage display, are capable of efficient cellular internalization in vitro and in
vivo, and use alternative internalization pathways. (in preparation).

Hickey, R., and Giordano, F., (2008) Fusion of an internalization peptide to the adenovirus
capsid allows efficient transduction of cells that lack the CAR receptor. (in preparation).

Khanna-Gupta, A., Silver, M., Hankey, W., Sun, H., Berliner, N., (2008) Differential
transactivation activities of sumoylated CCAAT enhancer binding protein alpha (C/EBP¢)
p42 versus p30 may contribute in part, to aberrant C/EBP¢ activity in acute leukemias. (in
preparation).
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92. Khanna-Gupta, A., Silver, M., Hankey, W., Sun, H., and Berliner. N. (2008). Sumoylation of
CCAAT enhancer binding protein alpha (C/EBPaq) is associated with its negative regulatory
activity during neutrophil development. in preparation.

93. Lei, L., Liu, D., and Giordano, F. (2008) Hypoxic induction of KHSRP is HIF-dependent and
regulates mRNA stability and splicing in response to hypoxia. (in preparation).

94. Pascal, N., Bernatchez, Z., Giordano, F., and Sessa, W., (2008) Identification of a short and
highly potent cell-penetrating peptide sequence, Endo5, by phage display. (in preparation).

95. Rinehart, J., San-Cristobal, P., Hodson, C.A., Vazquez, N., Stone, K.L., and Gulcicek, E.E.,
Gamba, G., and Lifton, R.P. (2008). WNK2 is a novel regulator of essential neuronal
cation-ClI- cotransporters. (in preparation).

96. Sanchez, C., Boonjindasup, A., Krause, D., and Pochampally, R., (2008). Epigenetic
reprogramming of IGF-1 and Leptin genes in Multipotential Stromal Cells by Serum
Starvation. (in preparation).

97. Sanchez, C., Penfornis, P., Oskowitz, A., Carter, M., Kelekar, A., Krause, D., Pochampally,
R. (2008). Nutrient Deprivation of Multipotent Mesenchymal Stromal Cells (MSCs) Activates
Survival Pathways Including Autophagy and Secretion of Anti-apoptotic factors (in
preparation)

98. Smith, B.A., Daniels, D.S., Coplin, A.E., Jordan, G.E., McGregor, L.M. and Schepartz, A.
(2008) Minimally cationic, cell-permeable miniature proteins by a-helical arginine display.
(in preparation).

99. XiaoY, Tuck D, Clark P, Yue D, Lopingco M, Khanna-Gupta A, Sun H, Berliner N, Perkins,
A. (2008) Suppression of EVI1 in 32Dwt18 cells results in slowing of cell growth and
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